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Objectives (VAHNSI)

1. Estimate influenza disease burden in all age groups.

2. Estimate burden for other respiratory viruses.

3. Estimate influenza vaccine effectiveness in preventing
admissions with influenza in the population targeted to
vaccination in the annual influenza program (test negative
approach):

By vaccine,
* Byagegroup
By virus type
4. Describe the epidemiology of severe influenza.

1. Virus types involved, incidence (age-specific).
2. Patient characteristics.
3. Virus genetic characteristics.
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3C.23;64;70% Phylogenetic tree (PhyML GTR+l SPR) of the influenza A(H3N2)
circulating viruses during the 2014-2015 season. Isolates from

Vaccine-like vaccinated or individuals are colored.

Puig-Barberd et al. Euro Surveill. 2015;20(8):pii=21044
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WGS allows detecting new intra-subtype reassortants
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Goldstein et al., Microbial Genomics 2017;4
DOl 10.1099/mgen.0.000137
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Integrating patient and whole-genome sequencing data to

provide insights into the epidemiology of seasonal influenza A

(H3N2) viruses

Emily J. Goldstein,"™ William T. Harvey,? Gavin S. Wilkie,* Samantha J. Shepherd,' Alasdair R. MacLean,’'
Pablo R. Murcia® and Rory N. Gunson'

* Detecting mutations in internal genes
» Resistance to new Pol complex inhibitors

 ldentifies intra-subtype reassortants now
unadverted by Sanger HA-NA sequencing
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Respiratory viruses by epidemiological week
HBTNCC 2014-2015 study. Valencia, Spain
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Enterovirus
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150
1

g - 15 (22.7%) 51 (77.3%)
EV-D68 positive EV-D68 negative
(4.03% from R/EV+ves) (13.7% from R/EV+ves)
3 (0.34% from all samples) (1.15% from all samples)

Number of admissions PCR positive

u@v@oﬁ\v@ﬁqv@v@v&@ s ‘L&\@ﬁﬁ,@'@,@s’@@,@&@ K ,@rq'
@@@@@@‘9@‘9@‘9@@@@@@@@@@

B HIN1 B H3N2 HB B RSV B Mpnv B Parainfluenza ® Rhinovirus
Adenovirus B Coronavirus B Bocavirus B Mixed B Anotsubtyped & Negative control

Epi week of admission
Cano et al. ESCV 2016

VALENCIA HOSPITAL NETWORK FOR THE STUDY OF INFLUENZA AND RESPIRATORY VIRUS DISEASE (VAHNSI) F. Xavier Lopez-Labrador .
ESCV Workshop in Emerging Virus Infections

GLOBAL INFLUENZA HOSPITAL SURVEILLANCE NETWORK (GIHSN) 23rd — 24th January 2020, Vienna, Austria




ENV-D68

fw?__/j Fundacié | Fomento de |
5& ngtlEEfﬁélLAILAl I:vlsg;:ocri‘égusr:qﬁurizlc%?o%ézicg 2,695
\\\ de la Comunitat Valenciana samples VAH NSI’ 2015-16 season
A\ 4
201 (20.8¢
1,727 (62%) 968 (36%) Rhino/elftero A)ozitive
Negative any virus positive any virus (7.5% from all sIz)lmples)

Respiratory viruses by epidemiological week
HBTNCC 2015-2016 study. Valencia, Spain

= . 42 (20.9°
o 159 (79.1%) Rhinovirus £ t( 0 9./0)
= (5.9% from all samples) IIErovirus
‘B I (1.6% from all samples)
g8 5.
&}
a
g I
s . I I 1(2.4%) 41 (97.6%)
£ N EV-D68 positive EV-D68 negative
R - I I (0.5% from R/EV+ves) (20.3% from R/EV+ves)
; (0.04% from all samples) (1.52% from all samples)
g =
=3 —
z

‘o’b‘ oj@b’b‘q\g & ,35#9:9 655'?/ 6‘@ &ﬁ&@;{ﬂ@q 6’@,@7& \'(‘ ~ ':b‘b‘\h\@'\b,\@,@,@::\
‘19'1909 S ESS S S S S S FTESS S S S S S

B HiN1 B H3N2 i B B RSV B Mpnv B Parainfluenza B Rhinovirus
Adenovirus B Coronavirus B Bocavirus B Mixed B Anotsubtyped & Negative control

Epi week of admission
Cano et al. ESCV 2016
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Subjects Screened
Virus (any) positive
HRV/EV +ve

EV +ve

EV-D68 +ve
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VAHNSI, Summary 2014-15 to 2018-19 seasons

2014-15 2015-16 2016-17 2017-18 2018-19
N (%) N (%) N (%) N (%) N (%)
4.429 100,0 2.695 100,0 2.263  100,0 3.046 100,0 4.707  100,0
1.686 38,1 968 35,9 895 39,5 1.644 54,0 1.711 36,4
372 22,1 201 20,8 239 26,7 488 29,7 674 39,4
66 17,7 42 20,9 7 2,9 11 2,3 113 16,8
15 22,7 1 2,4 1 14,3 0 0,0 55 48,7

GLOBAL INFLUENZA HOSPITAL SURVEILLANCE NETWORK (GIHSN)

Cano et al. In preparation

F. Xavier Lépez-Labrador
ESCV Workshop in Emerging Virus Infections
23rd — 24th January 2020, Vienna, Austria



22?7 undacién para el Fomento de la ° °
%GENERALITAT ::nvec:ﬁguciégSunitlu::iuyBiomzdilu ENV-D68 ESCV StUdy: phylogenetlc grouplng

A

VAHNSI . \
e 2014-15 isolates (15): e
— Clades B1 and B2

e 2015-16 isolates (1):
- CIade A1 5 & Clade B(2)

VALENC'ANA de la Comunitat Valenciana

201516  2014-15

,i ‘ o

Clade B(1) ¢

Clade A(1)

Clade A(2)

> ® Yamagata'10

° Clade C
e 2016-2019 isolates:
— Sequencing ongoing
LEGEND Nr of Samples

® NOR | ® GER

. ® FIN |® SVN . 25

“““““ ® IRE |[o ITA
WAL | ® FRA @ w
® NLD | SPA ® S
® DNK | ® USA o 1

Poelman et al. J Clin Virol 2015; 71: 1-10
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